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1. Background and aim 2. Funding

Antibiotic resistance Is one of the greatest threats to human and animal health. As resistant PAIRWISE is a part of the Aquatic Pollutants research call created by

bacteria emerges, the number of treatment alternatives continues to decline. Bacteria are found the three European Joint Programming Initiatives on Water, Oceans

In all sorts of environments such as soil and water. The natural environment Is a possible and Antimicrobial Resistance.
source of transmission to humans and animals. In addition, it could function as a reservoir for @ Ny JPI o o
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further antibiotic resistance development. Working with a One Health approach is therefore ~~—} P =
crucial when dealing with infectious diseases and antimicrobial resistance. The project received funding from the European Union’s Horizon
The overall aims of PAIRWISE are to gain increased knowledge on: 2020 research and innovation programme under grant agreement No.
o 8691 78-AquaticPollutants.
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3. Materials and methods

Four sampling periods covering
seasonal variability for one year

Study areas Sites
Norway 2
Spain 1
Sweden 3
Tunisia 2
Uganda 2

Identification of antibiotic residues
High-performance liguid chromatography
coupled with tandem mass spectrometry

Selection for ESBL
(LC/MS)

& carbapenem resistant
Enterobacterales
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Estimating the level of
horizontal gene transfer (HGT)
SOS-response assay

Antimicrobial
susceptibility testing (AST)
Broth microdilution (BMD)

High-Throughput quantitative
PCR (HT-gPCR) screening
Including 384 resistance genes
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