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Population structure of C. jejuni.

Background population (network):

Rare and unrelated genotypes

High genetic diversity

High recombination rate

Clonal complexes (clones):

Frequent genotypes

Clusters or closely related genotypes

A single, highly adaptive, ancestral genotype

Persist for decades



Lux



Genotype = Complex Type (CT) – Sequence Type (ST) – gyrA – porA

cgMLST Seqsphere

(637 loci)

(7 loci)



2018-2021: 

1712 cases of campylobacteriosis

Lux

1131 C. jejuni isolates

593 genotypes

59 Recurring 

genotypes (41%)



2018-2021: 

1712 cases of campylobacteriosis

Lux

59 Recurring 

genotypes (41%)

1131 C. jejuni isolates

593 genotypes

240 C. jejuni isolates 

158 genotypes

27 Recurring 

genotypes (35%)
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Optimal temperature for C. jejuni growth
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362 wild bird faeces samples

C. jejuni positive 

samples (27%)
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362 wild bird faeces samples

C. jejuni positive 

samples (27%)

110 C. jejuni isolates

80 genotypes

3 Recurring 

genotypes (4%)



3 Recurring 

genotypes (4%)

Lineage A

Migratory bird species

Eat insects

Transmission during summer
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27% C. jejuni carriers

4% recurring genotypes

40% of clinical isolates link 

to recurrent genotypes
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